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s kggk ok 3 K kgg kkkk  kgg . k* L o kkgakkkk sk 3 . 3% *
H.sapiens MDNKOANKRKRKDHVPKRKAKGLPATSILASL-APG GK 1 nzmx-lmp-.r P VL.IVE KLIREVFP-DERV
M.musculus MTLLGWLIFLAPWGVAG GRFWHI LYAMK-EIEP-KP P VLAIVERLINLIKEVFP-DIKV
X.tropicalis MK.AFFFLLLAGSVR GY INAMK-SILP-NP| P QL DAVLEIIRWLINLIQQTFP-TEIKV
D.rerio E P DOLGEQAVLRIT: NIIKSEFP-KEKV
S.purpuratus TPGAIDLSHLNTTKVLSMIONVESEMRERLPADIRV

C.gigas KNA' SV. PDENLSINE ILT GOL FP-TMDV
S.kowalevskii PHVPDDNLSTDKVIDIIT TLLSETFP-GITV
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H.sapiens FHP! FPAGS NIZNOT LWKPWLS IALFKKGAFYCEKLPGP : GQ FOWLEDVLTDASKAGDMVY IV NRAWF LKVVRKHHRVIAGQFFG
M.musculus FHPKNOF PAQSNRI¥NQVAELWRPWLS YALFKRGAFYSEKLPGP FRWLGDVLSNASRD 1 NKAWF F EE LKVIOKHHRVIAGOFFG
X.tropicalis [¥SALGNHDFHPKS PP.N SI¥DRISEFWSPWLK LPSFRKG. FOWLEDQLNNANLK IV GY| KKRDKPWF IEITQRHHRVIQGOFFG
D.rerio SAM PKNOMPPAKSTI¥EQTANLWRDWLH! QETFKT KLLNOEGL-RVIVL EKVK p FSWADKVLODAAKN I RKRDRGWFRKEF K IELIQRHSAVIMGOFFG
S.purpuratus FPAT PRHILDPAP EFRDS DPW NDTFKS! TPING---NLWMVVL EGI FDWLEDTLEAAQTAGKKVFIN. G-ETKISFQTSFNVRYLEINRKYSNVIKGOFFG
C.gigas ¥ATY FPSNQYPPHN VI TWINDS-TQETNFLKG. KEKYG---MRILAL THMD P ISILVWCTYHNTVISSSGFP
S.kowalevskii FPVF PKHMFPPMT s-rmm.ws.w PAFNEKFRKV. QFTAG---LRIVGL EDLE P
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H.sapiens FRMLYDDAGVPISAMFITPGVIPW LPGVVNG PAIRVF SLK PR GVP| TVLIRIAGDQS--- CSMOHVCAMRQVDID
M.musculus FRMFYDNTGAPINVMFLTPGVTIPW LPGVVDG PGIRIF NLK L FL LRQ ETPRI R QVP, TALTRI RI CAIQHVAFN
X.tropicalis FRMFYSDSGTPVSSMFIAPGVIPW. LPGVENG. PGIR! RQNLQVF I -KVSPR R QIP| DVVKKI DSC-—— DLEACNK CAI
D.rerio FRMFYNSKGSPI TPGVIPWITTLPGVIDG PGIRIF LVK II -IARAR R FRVP R RI KC---S DLSECHADCR

S.purpuratus YDSFRILYDDTGLPINA QPSVEPROIPAP-———-— PSFRMVT) DI IPI L ISMDK----PT L P DOL ESSPDAF, GECDEDCRKL ICAITKL IP
C.gigas FGHEHGTFKILSNLDEPE-ELNEPPSVEPWKKONS PROTGPK —— = — = — = = = — = = e e e e e e e e e e e e e e
S.kowalevskii SLVADMMSLVDPMMSLVDDMMLLVDNMMSLVDDMMSLVIDMMSLVVNMMSLVDDMMSLVBDMMPLVDN-——————————————| MMSLVDDMMSLVIDMMSLVVNMMSFVDDMMPLVDNMMSLVDDMMSLGVDKMSLVDDMMSLVGI - - -~
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H.sapiens T SG--ETPVPQLPLLLMALLG---LCELVL- 488
M.musculus LG——AKLVPGFLLILILLPS——— EVL 488
X.tropicalis KE KTES--I IRHMFELTVLFIVMPVEFFTFDL- 488
D.rerio KE NAPVLFILFLSLMLS---Ll N-- 488
S.purpuratus E E IAGSG---NVVRGSLRTVILLF IVRLW S- 488
C.gigas = =  ———mmm e 488
S.kowalevskii -—-----mmm - 488
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